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Amplification of MITF gene in 43 cases of acral melanoma and its clinical significance

Ying Wang, Liru Zhu, Jing Hao*
Baotou Tumor Hospital, 014030 Baotou, Inner Mongolia

Abstract: Objective To analyze the amplification of MITF gene in 43 cases of acral melanoma and its clinical significance. Methods:
A total of 43 patients with acral melanoma treated in our hospital from January 2018 to January 2022 were selected for this study.
The paraffin-embedded tissue samples were collected, and the amplification of MITF gene was detected by real-time quantitative
PCR. Results The relationship between MITF gene amplification in patients and clinical pathological features was compared with
respect to age, gender, staging, LDH, ulceration, and specimen source, and no statistically significant differences were found between
amplification and non-amplification groups (P>0.05). However, in terms of depth, a statistically significant difference was observed
between amplification and non-amplification groups (P<0.05), indicating that the study was statistically significant. Conclusion Acral

melanoma patients have a higher rate of MITF gene amplification, which is closely related to the depth of the tumor, which also

indicates that the prognosis of patients with tumor depth >4mm is not ideal.
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