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Abstract: HOX genes (homeobox genes) are a special type of transcriptional regulator that plays a critical role in regulating the
mechanisms of development and cell growth and differentiation in embryos. The HOX family of transcription factors plays a key
role in many cellular processes, primarily regulating tumor occurrence and growth, invasion and migration, angiogenesis, anticancer
drug resistance, and stem cell origin. Moreover, abnormal expression of this gene directly affects the occurrence and progression
of gynecological tumors, especially cervical cancer, endometrial cancer, and ovarian cancer, among other diseases, which have a
core impact. This article mainly summarizes the expression of HOX genes in different gynecological malignancies and analyzes the
relationship between gene dysregulation. Through these summaries, it is expected to further guide the treatment of clinical diseases
and the development of future research directions for HOX genes. Targeted intervention measures are crucial to improve the survival
rate of patients with gynecological tumors. However, the mechanism of HOX gene action is complex and has not yet been fully
elucidated in detail, so it is not within the scope of this article’s primary discussion.
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