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Development and application of SSR molecular markers
in plants

Zhou Shengfang
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Abstract: SSR is a molecular marker based on the polymorphism of PCR amplification products. It has the advantages
of abundant quantity, codominant inheritance, less amount of DNA required, simple operation, strong generality, high
repeatability, and high polymorphism among species. This paper briefly reviews the development methods of plant SSR
molecular markers and their applications in genetic diversity analysis, genetic linkage map construction and QTL mapping,
DNA fingerprint construction, and variety identification.
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