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[Abstract]Long non—coding Rnas (Incrnas) play a key role in heart disease, while the role of IncRNA small
nucleolar RNA host gene 1Snhg1 (SNHGT1) has rarely been mentioned. Therefore, this study aims to investigate the effect
of IncRINA HIF1A—AS1 on animal models of myocardial ischemia—reperfusion by acting as a microRNA—760 (miR—204)
sponge. Down—regulation of SNHG1 and up—regulation of miR—760 can reduce ventricular remodeling after myocardial
I/R injury and improve cardiac function in mice by regulating Notchl. It provides a new research direction for the
treatment of myocardial ischemia reperfusion.
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