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Analysis of the reasons for the failure of viral load detection in 564 cases in Aksu region from 2017 to 2021
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Abstract: Objective To analyze the reasons for the failure of Roche Cobas TagMan system to detect HIV-1 plasma viral load, and to provide
reference for primary laboratories to carry out viral load detection. Methods The viral Toad results of 6 counties in Wensu County, Wushi County,
Avati County, Keping County, Baicheng County and Xinhe County were collected in our laboratory from 2017 to 2021. According to the error code
displayed by the system Statistical analysis was performed. Results In the past 5 years, the annual test failure rates of our laboratory were 1.83%,
1.34%, 3.72%, 6.02% and 7.81%, respectively, and the reasons for test failures in each year were significantly different ( P<0.05) . The error code
displayed by the analysis system shows that sample quality and equilibrium room temperature are the main influencing factors, accounting for 62.02%
and 20.38% of all failure cases respectively. The samples sent by Awati County, Baicheng County and Xinhe County Poor quality. Conclusion In addition
to regular maintenance and maintenance of instruments, county—level AIDS laboratories must strictly abide by the regulations on sampling and

separation to ensure the quality of samples.
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