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The cross—reactivity between SARS—CoV—2 and other human coronaviruses: implications on vaccine development
Xin Wang" ?, Xiaonan Yang', Yuanyuan Guo'“
('School of Public Health, Shandong University, Jinan 250012, China; ‘National Institute for Viral Disease Control and Prevention,
Chinese Center for Disease Control and Prevention, Beijing 102206, China)

Abstract: The outbreak of coronavirus disease 2019 ( COVID—-19) caused by severe acute respiratory syndrome coronavirus 2 ( SARS—CoV=2 ) has posed severe
threats to global public health and the economy. The spread of SARS—CoV—2 in the world has changed the baseline herd immune background in the population.
However, the reverse preexisting immune barrier induced by SARS—CoV—2 to other human coronaviruses is not well explored. Thus, this review summarizes the
cross—reactivity between SARS—CoV—2 and other severe acute respiratory syndrome coronaviruses ( SARS—CoV and MERS—CoV) and common cold coronaviruses

(0C43, HKU1, 229E and NL63) , respectively, which may provide useful information for subsequent related research and broad—spectrum coronavirus vaccine
development.
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