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Research progress of active compounds and new targets based on chemical genomics

(Yinbing Zhang, HubeiUniversity 430062)

[ Abstract] In the post-genome era, with the rapid development of chemical genomics and pharmacology, many po-
tential targets and biological activity data have emerged. However, with the accumulation of redundant data, simple analysis
methods cannot meet higher requirements. This thesis summarizes the research status of active compounds in chemical ge-
nomics, active small molecule compound target verification methods, and the use of chemical information methods to predict
drug targets. The research on the understanding of active compounds and new targets in chemical genomics Has certain refer-
ence value.
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