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Abstract: Objective: Based on the public omics database, this study used bioinformatics methods to analyze the data of
prostate cancer and MDM2 gene, in order to lay the foundation for the determination of molecular markers of prostate cancer.
Methods: spss23.0 software was used to analyze the data y” test, t-test and non parametric test were used to compare the
related factors of patients between groups. Results: 1. The expression of MDM2 was different based on different factors:
the expression difference between normal people and Caucasian patients was statistically significant (p=0.00776<0.01); The
expression difference between normal people and patients with TP53 mutation was statistically significant (p=0.0351 < 0.05);
There was significant difference between normal people and patients with Gleason score 6 and patients with Gleason score 6 and
9 (p=0.0152 < 0.05, p=0.0475 < 0.05), and there was significant difference between patients with Gleason score 6 and 7 (p=0.00646
<0.01). 2. Compared with log rank test, the expression level of MDM2 based on Gleason score was a bad factor for the prognosis
of patients, p=0.00033<0.01, The difference was very significant and statistically significant. 3. By log rank test, the expression
levels of MDM2 related genes notch, ledm3, FRS2 and nduf87 are not adverse factors for the prognosis of prostate cancer
patients. Conclusion: the incidence rate and mortality of prostate cancer are related to the region and race of the population;
Clinical diagnosis should pay attention to TP53 mutation and Gleason score index, and detect them as soon as possible.
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