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Environmental Sampling Analysis of COVID-19 in Middle and Low Risk Areas
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Army Guangxi Guilin 541000

Abstract: Objective: To detect the contamination of novel coronavirus in molecular laboratory environment and object surface
on a regular basis, so as to prevent laboratory cross infection or laboratory contamination caused by environmental and object
pollution. Methods: The laboratory environment, object surface, instruments and equipment were sampled and monitored regularly.
The contaminated laboratory environment and equipment shall be thoroughly disinfected based on the monitoring results and the
elimination of contamination shall be confirmed by laboratory methods. Results: Through regular thorough cleaning and disinfection,
the contamination of the COVID-19 testing laboratory gradually eliminated the detection. Conclusion: Regular environmental
monitoring of COVID-19 laboratories can discover and remove nucleic acid pollution sources in time, and finally confirm the
removal of nucleic acid pollution through experiments. The laboratory environment can be effectively prevented by normal physical
and chemical disinfection of COVID-19 nucleic acid, so as to ensure the accuracy of COVID-19 nucleic acid detection results.
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