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BT TC Y EASSTIRI . AR, TCAELBRERINIARTREA F I, (A ik, HARHLHIIAERE ., 34k RNA (circular RNA,
circRNA ) 22— R K A4IE4T RNA (long non-coding RNA, IncRNA ), HAGHARREEH, 76 TC Hal AR IERIRERIL, LAk, circRNA AYZEY)
SYTREAAIAGTE Y miRNA VAR . 58 SO B DA Bt . BT LU BARHE, B e 2R Bm i s Re ML E Ubn S RN A PR
FERRERR, RATEEE T cireRNA BAEDISAIIRE, FFHE T BE7E TC FB IR IR X o

[Abstract] Thyroid cancer (TC) is a malignant tumor originating from thyroid follicular epithelial or para-follicular epithelial cells. Its survival rate is
significantly higher than that of other types of cancer, which mainly depends on the specific type and stage of TC. In recent years, the incidence of TC has
been increasing annually worldwide. But to date, its pathogenesis is still unclear. Circular RNA (circular RNA, circRNA) is a new class of long non-coding
RNA (long non-coding RNA, IncRNA), with a closed-loop structure that can regulate the expression of the gene in TC. In addition, the biological functions
of circRNA also include acting as a miRNA sponge, interacting with proteins, and serving as a template for translation. Based on the above features, it is
considered to be a functional biomarker and therapeutic target for multiple diseases. In this review, we summarize the biological functions of circRNA

and discuss its potential clinical implications in TC.
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