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Abstract:Objective: To understand the infection rate of adenovirus in the population with influenza symptoms in Zhuhai city.Analyze the genotype and
molecular epidemiology of adenoviruses in Zhuhai city.Methods:Collect throat swab samples from the population with influenza symptoms at Zhuhai
Sentinel Hospital from 2019 to 2021, use PCR method to detect adenovirus nucleic acid in influenza like samples, and perform specific amplification on
the hexon region of the adenovirus to analyze its type and genetic evolution relationship.Results:A total of 1031 samples were tested from 2019 to 2021,
of which 92 samples were positive for HAAV nucleic acid, with a positive rate of 8.92%.Genotyping and sequencing analysis were conducted on 69
positive samples, with HAdV-B3 accounting for 75.36% (52/69), HAdV-E4 for 10.14% (7/69),HAdV-B7 for 7.25% (569), HAdV-B21 for 4.35% (3/69), HAdV-C6
for 1.44% (1/69), and HAdV-C57 for 1.44% (1/69).Conclusion:HAdV-B3 is the main prevalent genotype of respiratory adenovirus in Zhuhai from 2019 to
2021, while other genotypes are sporadic and diverse.lt is recommended to strengthen the multi pathogen monitoring of throat swab samples from
people with influenza symptoms, to prevent acute respiratory outbreaks in infants and children caused by HAdV, and achieve precise prevention and
control.
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